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Open OnDemand - introduction

■ Graphical, web-based cluster 
interface

■ No installation needed
■ Any modern web browser 

supported (Chrome, Edge, 
Safari, Opera…)

■ Access to clusters from any 
device (desktop, laptop, mobile 
phone, tablet…)

■ Easy to use
■ Developed in 2013, Ohio 

Supercomputing centre
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Open Ondemand  on Metacentrum

■ Access to MetaCentrum/CERIT-SC/ELIXIR computational resources 
and storages via web browser 

■ Shell (command line) access also possible 
■ e-INFRA CZ/Metacentrum login and Metacentrum password

https://ondemand.metacentrum.cz

https://ondemand.metacentrum.cz




■ Classical file structure
■ Acces to all infrastructure storages 
■ Manipulation with the files/directories (create, view, rename, edit, delete, 

upload, download, etc)
■ Drag and drop 



Files



■ Active jobs 
■ status of submitted jobs (queued, running, completed…)
■ Informations about the job (cluster, walltime, job ID, CPU time, …) 

■ Job composer
■ tool for creating and submitting the jobs 
■ From templates
■ Run existing previously submitted jobs

■ handling the jobs (submit, delete, edit, stop)

■ Analogous to a batch job



Active jobs



Job composer





■ Access to command-line interface of 3 
different frontends
■ Skirit (MetaCentrum shell access)
■ Elmo (ELIXIR shell access)
■ Zuphux (CERIT-SC access)

■ Command line interface in web browser



■ Applications able to run interactively
■ Ansys/Fluent
■ Matlab
■ VMD (Visual Molecular Dynamics)
■ Jupyter Notebook
■ RStudio

■ Selection of the session parameters (walltime, 
number of CPUs, memory, scratch, …)









Metacentrum desktop

■ Analogous to an interactive batch job
■ Access to other GUI applications
■ Sorted by categories

■ Command line control option



All available graphical applications
■ Mathematics

■ Matlab
■ Maple
■ Wolfram Mathematica
■ Scilab
■ R

■ Genomics
■ CLCbio Genomic Workbench
■ Geneious SNP and AFLPPackage for 

Phylogenetic analysis
■ Tablet
■ FingerPrinted Contigs
■ UEA sRNA Workbench

■ Medicine
■ Freesurfer

■ Geoscience
■ integrated data viewer

■ Visualisation
■ Visit
■ XCrysDen

■ Technical and material simulations
■ Ansys



Conclusion

Command-line GUI - Open OnDemand
■ Pros

■ easy to use
■ GUI applications friendly
■ no installation needed

■ Cons
■ not as efficient as the 

command-line
■ challenging to submit the 

array jobs

■ Pros
■ efficient for experienced 

users
■ good for large-scale data 

processing
■ Cons

■ high learning curve
■ not GUI applications friendly



Thank you for attention


